Related literature
Hydrogen-bond geometry (Å , ). Liao et al., 1964; Peters et al., 1990; Saygili et al., 2004) . In this manuscript we focus our attention on a pyrimidine boronic acid derivative containing a benzyloxy group at the 2 nd position.
The molecular structure of 1 shows that the B ( 
S2. Crystallization
The title compound was received from Aldrich. Crystals suitable for single-crystal X-ray diffraction analysis were grown by cooling a solution of the boronic acid (0.2 g) in acetone (4 ml).
S3. Refinement
Crystal data, data collection and structure refinement details are summarized in Table 1 . All CH (methylene, phenyl)
hydrogen atoms were placed in calculated positions with C-H distances of 0.95Å (phenyl) and 0.99Å (methylene). They were included in the refinement in riding-motion approximation with U iso (phenyl H)=1.2U eq (C), and U iso (methyl H) = 1.5U eq (C). The positions of OH hydrogen atoms were refined with U iso (hydroxy H) = 1.5U eq (C).
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Figure 1
Labelling of atoms and estimation of their atomic thermal motion as Anisotropic Displacement Parameters (ADPs, 50% probability level) for 1.
Figure 2
The molecular chains in 1. Hydrogen bonds are shown as red, dashed lines. Aromatic and aliphatic hydrogen atoms are omitted for clarity. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on all data will be even larger. Symmetry codes: (i) −x, −y, −z; (ii) −x, −y, −z−1; (iii) x, y, z−1.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

